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Ha nanwuii yac noka3zana BUcoka 010JIoriuHa aKTUBHICTh
EKCTPaKTiB KPIOKOHCEPBOBAaHHX (PParMeHTIB OpraHiB CBUHEH
Ta MOPOCST IIPU EKCHEPUMEHTAIBHHX MATOJIOTIYHUX CTaHAaX,
sIKa [IOBSI3y€THCSI 3 HASIBHICTIO B HAX PETYIISTOPHUX TIENTHIIIB.
OnHak /1J1s1 BU3HaUEHHS MOXJIMBOTO MEXaHI3My [IiT TaKhX
MIENTH/IiB HeOOXiTHO BCTAHOBHUTH iXHIO OymoBy. OTHHM 13
TaKUX METOIIB MOKe OyTH METOJI YaCOMPOIIITHOT MATPHYHO-
aKTUBOBAHOI Jla3epHoi AecopOuii/ionizanii (MALDI-ToF).

Mera poOOTH — OTpUMATH JIaHi 3 MOJIEKYJISIPHO-MAaco-
BOTO PO3IIOILUTY IETITHIIB, SIKi BXOAATH IO CKIIATy EKCTPAKTIB
KPIOKOHCEPBOBAaHUX (PPArMEHTIB Celle31HKH CBUHEH Ta LIKiph
HOBOHAPO/KEHUX MOPOCST, 1 MPOBECTH aHANi3 IXHIX Mac-
CIIEKTPIB.

ExcrpakTi omep:KyBany 3 KpiOKOHCEPBOBaHUX Y IIPUCYT-
Hocti [TEO-1500 ¢parmenris cenesinku cuneit (ECC) Ta miki-
pu niopocst (ELLII), inkyOyroun ix y izionmoriaHoMy po3drHi
60 xB 3a KiMHaTHOT TemIieparypu. JJist BugageHHs TepMoa-
OUTPHUX MPOTETHIB CYIIepPHATAHT IPOTPiBAIIN HA BOJISTHIH OaHi
15 XB 1 04HMIIIyBaJIH, IPOITYCKAOUH uepe3 QiabTpyBaIbHHIA
narip. [l BUBUCHHS NETITHIHOTO CKJIA/Ty JIOCHIKYBaHUX
eKcTpakTiB BukopuctoByBamu Meroq MALDI-ToF. Criscrags-
JICHHS! OTPUMAaHUX JaHUX MIPOBOAMIIN HIJISIXOM HOPiBHSHHSA
HaWHIHTEHCHBHIIINX 3apEECTPOBAHMUX ITIKIB Ha Mac-CIIEKTPaX,
110 MOXYTb BiJITTOBIJaTH OKPEMHM IENTHAHUM MOJIEKYJIaM,
13 MOKa3HUKaMH, SKi MicTAThCS B 0a3i manux «Protein
Knowledgebase» (UniProtKB).

Y ECC ta EHIIT peecTpyroThest CIUTBHI JIs [IUX €KCTPAKTIB
JIBA iKW 3 M/Z (BIAHOIICHHS MacH i0Ha 110 3apsay) 918 Ta
3390, sixi MOXKYTh OyTH CIiBCTaBJICHi 3 putative uncharacte-
rized protein (FLJ11457) ta TGF-beta receptor type I Bigmo-
BigHo. Kpim Toro, Oynu cmiBcrasieHi nentuau Myocyte
enhancer factor 2D (3apeectpoBana m/z 4966), sikuii Bigirpae
POJIb Y KOHTPOJII KJIITHHHOTO POCTY, BUKUBAHHSI Ta arlonTo3y,
Cathepsin B (3apeectpoBana m/z 3720) BizHOCUTBCS 10
OikiB-miporeas, Ta iH. Takox y ECC peecTpyroTbcs nentuan
3m/z 1100; 4539;4751;9763; 10885; 11989, a8 ELLIIT-2621;
1101 Ta 1143. ITenTuau 3 TAKUMH MOJICKYTSIPHIMH MacaMH
BIZICYTHI y BUKOpHCTaHii Hamu 6a3i nanux. Y ELLII 3apeecr-
poBaHo miku 3 m/z 6780 Ta 7353, skl MOKHA MOPIBHATH 3
MOJICKYJIIDHIMH MacaMy HENTHAIB, KOIU SKUX € B 0a3i
nmannx — K7GR95 1 F1SK27, ane ix cTpykTypa Ta QyHKIIii He
BCTaHOBJICHI.

Hageneni maHi 3 HassBHOCTI BiJIOBIIHUX MENTHIIB Y
EKCTpaKTaxX Ta IXHbOI O10JIOTTYHOT aKTUBHOCTI MOXKYTh 3HAUTH
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It is currently shown that the extracts from cryopreserved
fragments of pig and piglet organ possess a high biological
activity in experimental pathological conditions which is
believed to be related with the presence of regulatory pep-
tides. However, it is necessary to determine the structure of
these peptides to reveal a possible mechanism of their action.
One of these methods could be time-of-flight matrix-assisted
laser desorption/ionization (MALDI-ToF).

The research aim was to obtain the data about the mo-
lecular mass distribution of peptides in the extracts of
cryopreserved fragments of pig spleen and newborn piglet
skin, and to analyze their mass spectra.

The extracts were obtained from pig spleen fragments
(PSE) and piglet skin fragments (PISE) cryopreserved in the
presence of PEO-1500, and incubated post thaw for 1 hr in
the physiological solution at room temperature. Super-
natant was warmed in water bath for 15 min and purified by
passing through a filter paper to remove thermolabile pro-
teins. To study a peptide composition of the investigated
extracts, the method of MALDI-ToF was used. The obtained
data were analysed by comparing the most intense mass
spectra peaks, which may correspond to single peptide
molecules, and the data of Protein Knowledgebase
(UniProtKB).

In PSE and PISE we recorded two peaks common to
both extracts with 918 and 3.390 m/z (ion/charge ratio) which
could correspond to putative uncharacterized protein
(FLJ11457) and TGF-beta receptor type I respectively. In
addition, there were matched the peptides Myocyte
enhancer factor 2D (registered m/z is 4.966) playing a role in
the control of cell growth, survival and apoptosis, Cathepsin
B (recorded m/z is 3.720) referred to the protease proteins
etc. In addition, we found the PSE the peptides with m/z
1100; 4539; 4751, 9763; 10885; 11989, and in the PISEs —
2621; 1101 and 1143. Peptides with such molecular masses
were absent in the used database. In the NPSE we recorded
the peaks with m/z 6.780 and 7.353, that are similar to the
molecular weight of peptides, the codes of which were
present in the database, K7GR95 and F1SK27; but their
structure and functions have not been established yet.

The presented data about presence of relevant peptides
in the extracts and their biological activity may find use
when ascertaining the mechanism of their biological effect.
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